MDQNNSLPPYAQGLASPQGAMTPGIPIFSPMMPYGTGLTPQPIQNTNSLSI 
LEEQQRQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQAVAAAA 
VQQSTSQQATQGTSGQAPQLFHSQTLTTAPLPGTTPLYPSPMTPMTPITPATPASE 
SSGIVPOLONIVSTVNLGCKLD LKTIALRARN AEYNPKRFAAVIMRIREPRTTALI 
FSSGKMVCTGAK EEOSRLAARKYAR VVQKLGFPAKFLDFKIQNMVGSCDVKFP 
IR LEGLVLTHOOF SSYEPELFPGLIYRMIKPPJVLLIFVSGKVVLTGAKVR AEIYE 
AFENIYPILKGFRKT T (SEQ ID NO: 12) 
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H1/H2: 

LKTIALRARNAEYNPKRFAAVIMRIREPRTTALIFSSGKMVCTGAKSEE 
QSRLAARKYAR (SEQ ID N0:6) 

H2/H3: 

EEQSRLAARKYARVVQKLGFPAKFLDFKIQNMVGSCDVKFPIRLEGLV 
LTHQQF (SEQIDN0:7) 

H3/H4: 

RLEGLVLTHQQFSSYEPELFPGLIYRMIKPRIVLLIFVSGKWLTGAKVRA 
EIYEAFENIYPILKGFRK (SEQ ID N0:8) 

Fig. 2 
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Cells with Aggregates 


HD-104Q-EGFP alone 


71.3% 


+Suppresser H1/H2 
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